INTRODUCTION
Magnaporthales (Sordariomycetes, Ascomycota) contains important pathogens of cereals and grasses, including the rice blast fungus Pyricularia oryzae (Magnaporthe oryzae), the take-all pathogen of cereals Gaeumannomyces graminis, the rice stem rot pathogen Nakataea oryzae (Magnaporthe salvinii) and the summer patch pathogen of turf grass Magnaporthiopsis poae (Cannon 1994 , Thongkantha et al. 2009 ). To date, about 200 species have been described in Magnaporthales, of which approximately 50 % are pathogens of domesticated and wild monocotyledons.
The rice blast fungus has conidial (asexual) and ascosporic (sexual) morphs and the rice stem rot fungus produces sclerotial (asexual), conidial (asexual) and ascosporic (sexual) morphs. Historically, such pleomorphy added to the difficulty in resolving taxonomic and nomenclatural problems associated with these species.
Recent advancement in gene, transcriptome and genome sequencing of Magnaporthales fungi resulted in robust phylogenies, which correspond well with the pathogenicity, ecology and biology of these species. However, the phylogenies conflict with certain traditional generic concepts based on morphology. Magnaporthe and Gaeumannomyces, for example, were shown to be polyphyletic. Taxonomic revisions have been carried out for some of these taxa in recent publications (Luo & Zhang 2013 , Klaubauf et al. 2014 , Luo et al. 2015a . In this paper, we list 28 accepted genera in Magnaporthales and provide the rationale for the recommended genera if there is competition.
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i m a f U N G U S Cattaneo (1876) first named the rice stem rot pathogen as Sclerotium oryzae based on the sclerotial morph. In the same paper he also described Leptosphaeria salvinii, which was later recognized as the sexual morph of the same fungus (Tullis 1933) . Hara (1939) named the conidial morph of the species Nakataea sigmoidea. Krause & Webster (1972) then established the new generic name Magnaporthe, typified by the ascosporic morph, to accommodate the rice stem rot pathogen as Magnaporthe salvinii, as necessitated by the nomenclatural rules then in force. Sclerotium and Leptosphaeria currently belong in Basidiomycota and Dothideomycetes respectively (Xu et al. 2010) , and are therefore not applicable to this sordariomycetous species. Nakataea and Magnaporthe are congeneric and their type species, Nakataea sigmoidea and Magnaporthe salvinii, refer to the same species (Krause & Webster 1972 Luo et al. (2013) made a new combination for the rice stem rot fungus as Nakataea oryzae, using the oldest legitimate generic name and species epithet. Those authors did not, however, formally propose the rejection or suppression of the later sexually typified names as currently required by Art. 57.2. We note that it is proposed that this requirement be eliminated from the ICN in 2017 (Hawksworth 2015), but it is currently in force.
Use Pyricularia oryzae Cavara 1892 (A) rather than Magnaporthe oryzae (Catt.) B.C. Couch 2002 (s)
In 1880, Saccardo established the generic name Pyricularia based on the asexually typified P. grisea on crabgrass. The rice isolates were designated as P. oryzae in 1892 by Cavara, which now is known as the rice blast fungus. Since then, over 50 species have been listed as Pyricularia that cause blast diseases of monocotyledonous plants.
The sexual morph of Pyricularia was first observed in 1970 from laboratory crossing experiments and believed to belong to Magnaporthe because of the similarity in ascospore morphology (Hebert 1970 , Barr 1977 , Couch & Kohn 2002 . However, recent phylogenetic and phylogenomic analyses demonstrated that the sexually typified genus Magnaporthe was polyphyletic. The rice blast fungus is not congeneric with the type species of Magnaporthe, M. salvinii, and the placement of the rice blast fungus in Magnaporthe was based on an incorrect morphological identification (Zhang et al. 2011 , Luo & Zhang 2013 , Luo et al. 2014 , Murata et al. 2014 , Luo et al. 2015a ). This is not a nomenclatural issue because the generic names Magnaporthe and Pyricularia are not congeneric and so do not compete for priority.
Pyricularia and Magnaporthe are currently both widely used generic names, and the rice blast fungus is an economically and scientifically important species that deserves much caution. The Pyricularia/Magnaporthe Working Group has considered the possibility of conserving the name Magnaporthe over Pyricularia. However, such conservation would require a change in the type species of the genus Magnaporthe, and would cause numerous name changes for those species currently placed in Pyricularia.
The asexually typified generic name Pyricularia is the correct name for the rice blast fungus, which corresponds well with pathogenicity and ecological and evolutionary features. The name Pyricularia oryzae should therefore be used for the rice blast fungus. The synonym Magnaporthe oryzae, can nevertheless continue to be mentioned in publications as "Pyricularia oryzae (syn. Magnaporthe oryzae)". This practice will help to bridge a potential gap in the literature and knowledge for this important species.
Use Clasterosporium schwein. 1832 (A) rather than Clasterosphaeria sivan. 1984 (s)
The generic name Clasterosphaeria, typified by C. cyperi, was established for the sexual morph of Clasterosporium cyperi and includes only two names. The generic name Clasterosporium based on C. caricinum includes 158 names, many of which have been placed in other genera. Whether or not Clasterosphaeria cyperi is congeneric with Clasterosporium caricinum is not known, although this seems likely given that both occur on Cyperaceae. If this is the case, use of the older, more commonly used generic name Clasterosporium is recommended.
Use Gaeumannomyces Arx & D.L. Olivier 1952 (s) rather than Harpophora Gams 2000 (A)
The generic name Gaeumannomyces, typified by G. graminis, has long been used for the cause of take-all of wheat disease (Walker 1972 (Walker , 1980 . Harpophora was established for phialophora-like species that were known to be asexual morphs related to Gaeumannomyces and Magnaporthe but did not produce a sexual morph (Gams 2000) . With the change to one name, Harpophora based on H. radicicola is to be considered a synonym of Gaeumannomyces, based on phylogeny (Luo et al. 2015b) . Given the greater number of species, priority, and numerous reports, we see no reason not to use the first published name, Gaeumannomyces.
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Muraeriata collapsa: LSU (EU527996) (Huhndorf et al. 2008 ).
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Pseudohalonectria lignicola: genome (SRX798616), transcriptome (SRX798633) (Luo et al. 2015a) .
PYrICULarIaCeae
Bambusicularia Klaubauf et al. in Stud. Mycol. 79: 104. 2014 . Klaubauf et al. 2014 . (Klaubauf et al. 2014 , Luo et al. 2015a );
Bambusicularia brunnea
Macgarvieomyces juncicola: transcriptome sequenced (SRX798624) (Luo et al. 2015a (Klaubauf et al. 2014 , Luo et al. 2015a ).
Proxipyricularia Klaubauf et al. in Stud. Mycol. 79: 109. 2014 . (Klaubauf et al. 2014) . Genome (Dean et al. 2005) .
Xenopyricularia Klaubauf et al. in Stud. Mycol. 79: 116. 2014 .
Xenopyricularia zizaniicola (Hashioka) Klaubauf et al. 2014 .
1 Xenopyricularia zizaniicola: transcriptome (SRX798640) (Luo et al. 2015a ).
** Unpublished genome data are not listed.
